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Education (Post-Graduation onwards & Professional Career)
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Designation:
Complete Postal Address:

SI No. Institution Place Degree Year | Field of Study
1. Utkal University, M.Sc. 2005 | Biotechnology
Bhubaneswar, Odisha
2. Goa University, Goa Ph.D. 2016 | Mosquito
Proteomics
3. Public Health Foundation Post Graduate 2018 | Epidemiology
of India (PHFI), Delhi Diploma in
Epidemiology
(PGDE)

Research/Training Experience

S.No | Duration Institution Particularsof work done

1. Research National Institute of Malaria | Proteomic and  Genomic
Scientist Nov | Research (ICMR), Field studies on vectors, mosquito
2014-Jan 2020 Station, Panaji, Goa infection assays.

2. Assistant National Institute of Malaria | Field Surveys of Vector Borne
Research Research (ICMR), Field Diseases, Bioprospecting,
Scientist 2006- 28 | Station, Panaji, Goa Biological Control of Vectors,
Nov. 2014 Proteomic and Genomic

studies on vectors.

Research specialization (Major scientific fields of interest)

Entomology, biological vector control agents, vector proteomics and vector-parasite
interaction

Patent:
Patent filed: Temp/E-1/13888/2018-CHE- Novel peptides for developing anti-malarial
vaccinesand diagnostic kits.

Awards:

1. “DGAFMS & Senior Colonel Commandant Award” for the best published article in
the field of Community Medicine for the year 2017 by Armed Forces Medical College
(AFMC), Pune, India.

2. Best “Oral Presentation Award” during XII Joint Annual Conference of Indian
Society for Malaria and Other Communicable Diseases & Indian Association of


mailto:ajeet.nimr@gmail.com

Epidemiologists” ISMOCD 2017, held from 1st -3rd September, 2017 at Armed Forces
Medical College (AFMC), Pune, India.

Best“Poster Presentation Award” at the National Symposium on “Microbial
Diversity and its Applications in Health, Agriculture and Industry” organized by the
ICAR Research Complex for Goa, Ela, Old Goa, Goa- from 4-5th March, 2011.

Publications: 29 (27 Research articles, 2 review articles, 3 book chapters)
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S. Title of Chapter Details

No

1 Mohanaty AK, Garg S, Dhindsa K, Kumar H and Kumar A Ed. Barbuddhe S.B.,
(2012) Phenotypic Characterization of Mosquito Larvicidal Ramesh R., Singh
Ed. Barbuddhe S.B., Ramesh R., Lysinibacillus Strains Isolated | N.P. New India
from Paddy Field and Mangrove Vegetation In : microbial Publishing
diversity and its application, pp. 49-58. Agency, New Delhi

2 Nayak P, Gaonkar T , Mohanty A, Kumar A, Bhosle S, Garg S | Ed. Barbuddhe S.B.,
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Producing Bacteria from Coastal Sand-Dune Ecosystem In : N.P. New India
microbial diversity and its application pp. 75-82 Publishing

Agency, New Delhi
3 Ajeet Kumar Mohanty, Keshava Prasad, Sandeep Garg and Ed. Ashwani Kumar,

Ashwani Kumar. Proteogenomics of vector mosquitoes:
Progress and Prospects: Major tropical Diseases; Public Health
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SavioRodriques and
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Number of On-going research projects both for Pl and Co-PI

S. No | Title of the project Funding | Total Cost Project
Agency Duration

1 Juvenile Hormone Mediated Immune DBT 62,00,000.00 | 2022-2025
Suppression and its Potential Antiplasmodial
Effects in Malaria Mosquito Anopheles
stephensi. (PI)

2 Studies on bionomics of vectors in relation ICMR 2021-2023
to transmission and control/elimination of
malaria in the state Goa (PI) 54,05,120.00

3 A study on asymptomatic and low- ICMR 91,92,460.00 | 2021-2023
density malaria parasite infection in commu
nity and its transmission potential in Goa
(Co-PI)

4 Malaria Evolution at South Asia- NIH, USA | 40,00,000.00 | (2017-2024)
International Centers for Excellence in per annum
Malaria Research (MESA-ICEMR) (Site-PI)

Number of Completed research projects both for Pl and Co-PlI
S.No. | . . Funding | Total Cost | Project

Title of the project Agency in Lakhs Duration

1 Characterization of malaria vector Anopheles
stephensi Proteome and Transcriptome (Co- | serp 3.70.000.00 | 2015-2018
PI) EHl 1 .

2 A study on the role of gut microbiota in
m_odulatlon of Longevr_[y, Fecundlt_y and DSTE- 8,00,000.00 | 2015-2018
Fitness of An. stephensi as a malaria vector | Goa state
(Co-PD)
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